Table 3. Known human genes found to be differentially expressed in all three comparisons (MO vs CONTROLS, NGO vs CONTROLS, DMO vs.CONTROLS). * - genes represented by more than one differentially expressed probes. 

	Ac. Num
	Fold difference
	Full gene name
	Gene symbol
	Particular process or function

	Metabolism

	AA426516 (spotted twice)*
	2,84 and 2,36 *
	phosphoglycerate kinase 1
	PGK1
	Glycolysis

	AI218450 and AA608558*
	3,79 and 2.2*
	phosphofructokinase, platelet
	PFKP
	Glycolysis

	AA775241 (spotted twice)*
	2.48 and 2.47*
	aldolase A, fructose-bisphosphate
	ALDOA
	Glycolysis

	AA620342
	2,25
	6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 4
	PFKFB4
	Glycolysis

	AA668457 and AA424996*
	2,66 and 2.2*
	tyrosinase-related protein 1
	TYRP1
	Melanin biosynthesis

	N27147
	2,17
	dopachrome tautomerase
	DCT
	Melanin biosynthesis

	AA504457
	2,97
	NADH dehydrogenase (ubiquinone) flavoprotein 1, 51kDa
	NDUFV1
	Mitochondrial complex I

	AA708155
	0,44
	alcohol dehydrogenase IB
	ADH1B
	Alcohol metabolism

	AA894763
	0,38
	maltase-glucoamylase (alpha-glucosidase)
	MGAM
	Digestion of strach in the colon

	AI344703
	2,72
	serine dehydratase-like
	SDSL
	L-serine metabolism to pyruvate

	AA179391
	0,49
	3-oxoacid CoA transferase
	OXCT
	Extrahepatic utilization of ketone bodies

	AA894638
	0,47
	nicotinamide nucleotide adenylyltransferase 3
	NMNAT3
	NAD biosynthesis

	AA928584
	0,48
	aminoadipate-semialdehyde synthase
	AASS
	Lysine biosynthesis

	AA455986
	0,46
	cytochrome P450, family 4, subfamily v, polypeptide 2 (Bietti crystalline corneoretinal dystrophy gene)
	CYP4V2
	Fatty acid and steroid metabolism

	AA962407
	2,48
	tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, beta polypeptide
	YWHAB
	Regulation of catecholamine and serotonin levels

	AI264583
	2,67
	hexose-6-phosphate dehydrogenase (glucose 1-dehydrogenase)
	H6PD
	Cortisol biosynthesis;

Promotes adipogenesis

	Transcription Factors

	AA677643
	0,28
	LIM domain only 3
	LMO3
	TF playing role in developmental pathways

	AA620867
	3,49
	forkhead box P1
	FOXP1
	Winged-helix TF

	T40949 and R59192*
	0,46 and 0.49*
	hepatic leukemia factor
	HLF
	Forms E2A-HLF oncoprotein

	AA634054
	2,16
	homeo box B9
	HOXB9
	homeobox family TF

	AA932780
	2,72
	transcription factor SMIF
	HSA275986
	enhances expression of TGFbeta/BMP regulated genes

	AA460299 and AA454949*
	3,05 and 2.1*
	KSHV latent nuclear antigen interacting protein 1
	KLIP1
	transcriptional repressors of herpesviral TK

	AA056465
	2,16
	non-POU domain containing, octamer-binding
	NONO
	transcriptional coactivator for AF-1 activity of androgen receptor; also involved in mRNA splicing

	AI188235
	2,05
	polymerase (RNA) III (DNA directed) (155kD)
	RPC155
	Gene transcription

	W92041
	3,11
	TAF6-like RNA polymerase II, p300/CBP-associated factor (PCAF)-associatedfactor, 65kDa
	TAF6L
	Gene transcription

	AI222440
	3,85
	transcriptional coactivator tubedown-100
	TBDN100
	Activator of osteocalcin FRE element

	AI240559
	2,29
	Hepatic transcription factor 2, LF-B3; HNF2, MODY5


	TCF2
	Homeobox-containing liver-specific TF

(gain-of-function mutation in Maturity-Onset of Diabetes, Type 5)

	AA933010 | AI733273
	2,3
	transforming growth factor beta 1 induced transcript 4; TSC-22
	TGFB1I4
	leucine zipper TF with repressor activity; induced by PPARgamma and TFG-beta

	AI130713
	2,69
	trichorhinophalangeal syndrome I
	TRPS1
	a repressor of GATA-mediated transcription;

	AI220198
	0,38
	twist homolog 1

(Saethre-Chotzen syndrome)
	TWIST1
	bHLH-family TF

	AA505116
	2,11
	HCF-binding transcription factor Zhangfei
	ZF
	coactivator for the zinc finger protein Krox20.

	AI280239
	2,35
	zinc finger protein 131
	ZNF131
	Zinc finger TF

	AA634248
	0,42
	zinc finger protein 25 (KOX 19)
	ZNF25
	Zinc finger TF

	AA634443
	0,37
	zinc finger protein 471
	ZNF471
	Zinc finger TF

	AI298671
	2,82
	zinc finger protein 577
	ZNF577
	Zinc finger TF

	mRNA binding proteins

	AA031770

(spotted three times)* 
	2,75 2.38 and 2.42*
	cleavage and polyadenylation specific factor 5, 25 kDa
	CPSF5 
	3' RNA cleavage and polyadenylation processing.

	AI652159
	2,93
	HLA-B associated transcript 2
	BAT2 
	interacts with hnRNP A1 and M

	AA454114
	0,38
	quaking homolog, KH domain RNA binding 
	QKI 
	RNA binding protein

	AA477514
	2,66
	translin-associated factor X (glucose response element binding protein GRBP)
	TSNAX 
	suppresses RNA binding activity of translin, binds to GRE element

	AI302403
	2,06
	ribonuclease P 14kDa subunit
	RPP14
	ribonuclease for mitochondrial RNA processing

	AI583623
	2,16
	splicing factor, arginine/serine-rich 10
	SFRS10
	exonic splice enhancer

	Receptors and other signaling molecules

	AI283152 and T99853*
	2,35 and 2.04*
	WINS1 protein with Drosophila Lines (Lin) homologous domain
	WINS1
	WNT signaling

	AA487893
	2,51
	transmembrane 4 superfamily member 1
	TM4SF1
	Tetraspanin family member

	AI252782
	2,73
	SWAP-70 protein
	SWAP70
	DBL family member, GEF for GTPase Rac

	AI285331
	2,92
	serine/threonine kinase 4 (MST1)
	STK4
	Proapoptotic kinase

	AI208382
	2,31
	STAM binding protein
	STAMBP
	Involved in cytokine-mediated cell cycle stimulation

	AI339437
	2,07
	sperm autoantigenic protein 17
	SPA17
	involved in acrosome reaction in spermatozoa; binds AKAP3 protein

	AA989257
	0,46
	SH3-domain kinase binding protein 1
	SH3KBP1
	interacts with CBL; enhances TGF-beta dependent apoptosis

	AI301512
	2,81
	SH2 domain containing 4A
	SH2D4A
	Provisional

	AI675670
	0,29
	regulator of G-protein signalling 2, 24kDa
	RGS2
	regulator of G-protein signalling

	AI055991
	0,33
	RasGEF domain family, member 1B
	RASGEF1B
	GEF factor for Ras proteins

	H99427
	0,47
	protein tyrosine phosphatase, receptor type M
	PTPRM
	promote cell-to-cell adhesion, neurite outgrowth and other processes

	AI022531
	0,47
	protein tyrosine phosphatase, receptor type B
	PTPRB
	Not exactly understood

	H18068
	2,14
	protein kinase N1

(PAK1, PRK1)
	PKN1
	may mediate insulin signals to the actin cytoskeleton

	AA128274
	0,4
	protein kinase C, eta
	PRKCH
	activated by calcium and diacylglycerol.

	AA904764
	0,48
	protein phosphatase 3 (formerly 2B), regulatory subunit B (calcineurin B)
	PPP3R2
	calmodulin-dependent, calcium-activated protein phosphatase

	AI308971
	2,61
	protein phosphatase 2, regulatory subunit B (B56), epsilon isoform
	PPP2R5E
	Ser/Thr phosphatase

	AA443982
	2,08
	protein phosphatase 1, catalytic subunit, alpha isoform
	PPP1CA
	Ser/Thr phosphatase

	AA465723
	2,34
	protein phosphatase 1G (formerly 2C), magnesium-dependent, gamma isoform
	PPM1G
	negative regulators of cell stress response pathways

	R37656
	2,1
	cAMP-dependent protein kinase inhibitor beta
	PKIB
	competitive inhibitor of cAMP-dependent protein kinase

	R56614
	0,44
	plexin A4
	PLXNA4
	semaphorin receptor

	AI057025 and AI203268*
	3,16 and 2.21*
	phospholipase C, epsilon 1
	PLCE1
	generates the second messengers Ins(1,4,5)P3 and diacylglycerol

	AA775755
	3,09
	oligophrenin 1
	OPHN1
	Rho-GTPase-activating protein

	R41339
	0,4
	neurotrophic tyrosine kinase, receptor, type 2 (TrkB)
	NTRK2
	neurotrophic tyrosine receptor kinase, receptor for BDNF

	H40681
	2,23
	myeloid differentiation primary response gene 88
	MYD88
	adapter proteins for TLR receptors

	AA903137
	4,13
	maternal embryonic leucine zipper kinase
	MELK
	cell cycle-regulated Ser/Thr kinase involved in control of pre-mRNA splicing

	AI310969
	3,56
	p53 binding protein Mdm4 (MDMX)
	MDM4
	inhibits the acetylation of p53 and MDM2 –dependent p53 degradation

	AI290482
	3,19
	mannose-6-phosphate receptor (cation dependent),
	M6PR
	receptor for mannose-6-phosphate groups on lysosomal enzymes

	AI084100
	2,22
	STE20-like kinase
	JIK
	inhibits JNK and is negatively regulated by epidermal growth factor

	AA281753
	2,13
	inositol 1,4,5-triphosphate receptor, type 3
	ITPR3
	Ca(2+) signaling

	N45221
	2,07
	homeodomain interacting protein kinase 2
	HIPK2
	Ser/Thr nuclear kinase that interacts with homeodomain transcription factors, inhibit MDM2-dependent p53 degradation

	AI056548
	3,05
	hedgehog interacting protein
	HHIP
	Inhibitor of the hedgehog signalling pathway

	AI125425
	0,41
	huntingtin-associated protein interacting protein (duo)
	HAPIP
	Binds to HAP1, may participate in vesicle traffiking

	AI356028
	0,49
	G protein-coupled receptor, family C, group 5, member B
	GPRC5B
	may mediate the cellular effects of retinoic acid on the G protein signal transduction cascade

	AA775047
	2,21
	G protein alpha inhibiting activity polypeptide 2
	GNAI2
	calcium-sensing receptor-mediated ERK1/2 activation

	AI049675
	3,39
	GDNF family receptor alpha 1
	GFRA1
	receptor for both GDNF and NTN

	AA884159
	0,27
	RAC/CDC42 exchange factor p63RhoGEF
	GEFT
	GEF factor for Rac1, Cdc42, and RhoA

	AA877334
	2,81
	v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 (HER3)
	ERBB3
	ErbB family receptor tyrosine kinase, neuregulin receptor

	H80439
	0,47
	epidermal growth factor receptor (ERBB1)
	EGFR
	EGF signaling, EGFR downmodulated during the differentiation of 3T3-L1 preadipocytes

	AI050071
	2,28
	EGF-like-domain, multiple 4
	EGFL4
	EGF-like domains, function is unknown

	N47888
	2,44
	delta-notch-like EGF repeat-containing transmembrane
	DNER
	closely related to receptor Notch and its ligand Delta.

	N25352
	3,51
	coxsackie virus and adenovirus receptor (CAR)
	CXADR
	coxsackie virus and adenovirus receptor

	AA954443
	2,32
	casein kinase 2, alpha 1 polypeptide
	CSNK2A1
	Ser/Thr kinase that phosphorylates acidic proteins such as casein.

	AI332585
	2,01
	Rho GTPase activating protein 18
	ARHGAP18
	Activates Rho GTPase

	AA976171
	0,3
	atrophin-1 interacting protein (ACVRIP1, ARIP1)
	AIP1
	MAGUK-like multidomain protein

	AA476508
	0,4
	ectonucleotide pyrophosphatase/phosphodiesterase 2 (autotaxin, plasma lysophospholipase D)
	ENPP2
	Generates lysophosphatidic acid

	AI200539
	0,27
	human immune associated nucleotide 2
	hIAN2
	GTP-binding protein

	Immune response

	AI268937
	0,4
	chemokine (C-C motif) ligand 8 (SCYA8, SCYA10)
	CCL8
	displays chemotactic activity for monocytes, lymphocytes, basophils and eosinophils.

	AI289137
	2,18
	CD58 antigen, (lymphocyte function-associated antigen LFA3)
	CD58
	Signal-dependent adhesion of resting NK cells

	AA285073
	2,32
	interleukin 1 receptor-like 1 ligand
	IL1RL1LG
	T1/ST2 receptor binding protein, effector molecule of T helper type 2 response

	AA279667
	2,32
	natural killer-tumor recognition sequence
	NKTR
	trigger interferon gamma secretion from T cells and natural killer cells

	AI221536
	2,44
	tumor necrosis factor receptor superfamily, member 12A (FN14, TWEAKR)
	TNFRSF12A
	mediator of the multiple pathways of TWEAK-induced cell death; also induces pro-inflammatory reacions

	AA150505
	0,37
	complement component 1, q subcomponent, receptor 1 (CD93)
	C1QR1
	receptor for complement protein C1 and mannose-binding lectin involved in ligand-mediated enhancement of phagocytosis.

	AA045499
	0,33
	response gene to complement 32
	RGC32
	Increased in response to complement activation, may play a role in cell cycle activation

	AA041482
	2,44
	coagulation factor II (thrombin) receptor-like 2
	F2RL2
	Receptor that mediates thrombin-triggered phosphoinositide hydrolysis

	Cytoskeleton/Extracellular Matrix

	AI340883
	3,35
	tumor-associated calcium signal transducer 1 (MK-1 antigen)
	TACSTD1
	homotypic calcium-independent cell adhesion molecule

	AA425649
	0,4
	dystrophin (muscular dystrophy, Duchenne and Becker types)
	DMD
	part of the dystrophin-glycoprotein complex (DGC), which bridges the inner cytoskeleton (F-actin) and the extra-cellular matrix

	AA993294
	2,96
	integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor)
	ITGA2
	cell-surface mediated signaling and adhesion

	AI149992
	2,11
	integrin, alpha 4 (antigen CD49D, alpha 4 subunit of VLA-4 receptor)
	ITGA4
	cell-surface mediated signaling and adhesion

	AA984728
	2,17
	kinesin family member 5A
	KIF5A
	Part of microtubule motor complex in intracellular organelle transport

	AA464250
	2,96
	keratin 19
	KRT19
	Cytokeratin; intermediate filament protein

	AI218740
	2,78
	MAP/microtubule affinity-regulating kinase 3 (CTAK1)
	MARK3
	Phosphorylates CDC25C, KSR1 and plakophilin 2

	AA971063
	0,34
	multimerin 2
	MMRN2
	EMILIN-like multisubunit glycoprotein implicated in cell-matrix adhesion

	H17022
	0,42
	myosin VIIA and Rab interacting protein
	MYRIP
	mediates interaction of secretory granules with cortical actin cytoskeleton

	AA456821
	2,6
	neuropilin (NRP) and tolloid (TLL)-like 2
	NETO2
	Contains low-density lipoprotein class A (LDLa) domain; function is unknown

	AI291184
	2,48
	Occludin
	OCLN
	formation and maintenance of the tight junctions

	AI336596
	0,45
	protocadherin 18
	PCDH18
	calcium-dependent cell-cell adhesion molecules

	AA628251
	2,38
	stromal membrane-associated protein 1
	SMAP1
	type II membrane glycoprotein, probably associated with microtubiles

	AA417905 and W72103*
	0,43 and 0,43
	spectrin, beta, non-erythrocytic 1
	SPTBN1
	major component of the cell membrane skeleton

	AA486224
	2,05
	intermediate filament protein syncoilin
	SYNCOILIN
	intermediate filament protein

	AI091450
	0,42
	synaptotagmin-like 3
	SYTL3
	binds the GTP-bound form of Rab27A and myosin Va

	AI433336
	2,09
	villin 1
	VIL1
	calcium-regulated actin-binding proteins

	AI219333
	3,03
	mannosidase, alpha, class 1C, member 1
	MAN1C1
	N-Glycans biosynthesis

	AI277121
	2,64
	UDP-glucuronate decarboxylase 1
	UXS1
	Proteoglycan biosynthesis

	AI264351
	2,23
	proline arginine-rich end leucine-rich repeat protein
	PRELP
	anchors basement membranes to the underlying connective tissue

	Proteases and protease inhibitors

	AI375048
	0,37
	a disintegrin-like and metalloprotease with thrombospondin type 1 motif, 5 (aggrecanase-2)
	ADAMTS5
	extracellular matrix degrading enzyme; cleaves aggrecan, a major proteoglycan of cartilage.

	AI201291
	0,34
	ADAMTS-like 1
	ADAMTSL1
	associated with various inflammatory processes, inhibit angiogenesis; KO in mice leads to alterations in adipose tissue; cleaves aggrecan

	AA932441
	2,67
	cathepsin F
	CTSF
	papain family cysteine proteinase; expressed in human atherosclerotic lesions,  secreted by cultured macrophages, modifies LDL particles

	AA885288
	0,4
	cathepsin O
	CTSO
	papain family cysteine proteinase involved in cellular protein degradation and turnover

	AI361112
	0,49
	matrix metalloproteinase 19
	MMP19
	Mmp19-null mice develop a diet-induced obesity due to adipocyte hypertrophy

	AI369218
	3,53
	napsin A aspartic peptidase  (pronapsin A)
	NAPSA
	Processing of Surfactant protein B

	AI299995
	5,2
	Serine protease 23 (SPUVE)
	PRSS23
	Protease with unknown function

	AA479202
	0,48
	tissue inhibitor of metalloproteinase 3 (Sorsby fundus pseudoinflammatory dystrophy)
	TIMP3
	natural inhibitor of the matrix metalloproteinases

	AA504780
	2,91
	histocompatibility (minor) 13
	HM13 
	presenilin-type aspartic protease, integral membrane protein

	
	
	
	
	

	Cell cycle regulation 
	

	AA903137
	4,13
	maternal embryonic leucine zipper kinase
	MELK
	cell cycle-regulated protein Ser/Thr kinase involved in control of pre-mRNA splicing

	AI362866
	2,92
	pituitary tumor-transforming 1
	PTTG1
	anaphase-promoting complex (APC) substrate

	AA236015
	3,09
	BRCA1 interacting protein C-terminal helicase 1 (BACH1)
	BRIP1
	double-strand break repair

	AI340905
	2,58
	cyclin D3
	CCND3
	Forms complexes with CDK4 or CDK6; necessary for cell cycle progression through G2 phase into mitosis after UV radiation

	AI001760
	3,99
	cell division cycle 40 homolog (yeast)
	CDC40
	Cell cycle progression and pre-mRNA splicing

	N63744
	5,66
	cell division cycle associated 8 (Dasra B)
	CDCA8
	chromosomal passenger complex protein

	AI653182
	2
	CHK2 checkpoint homolog (S. pombe)
	CHEK2
	Ser/Thr kinase, cell cycle checkpoint regulator

	AI653069
	2,42
	dedicator of cytokinesis 10 (zizimin 3)
	DOCK10
	dedicator of cytokinesis

	AA971073
	2,34
	GAJ protein,
	GAJ
	meiotic interhomolog repair

	AA620636
	2,2
	G1 to S phase transition 1
	GSPT1
	G1 to S phase transition

	AI268551
	5,1
	histone 3, H2a
	HIST3H2A
	H2A family histone

	AA934904
	2,52
	defective in sister chromatid cohesion homolog 1 (DCC1)
	MGC5528
	sister chromatid cohesion

	AA931565
	2,7
	MRE11 meiotic recombination 11 homolog A (S. cerevisiae)
	MRE11A
	homologous recombination, telomere length maintenance, and DNA double-strand break repair.

	AA961752
	2,86
	DNA replication complex GINS protein PSF2
	Pfs2
	chromosomal DNA replication

	AI380324
	2,83
	polo-like kinase 4 (SAK, STK18)
	PLK4
	APC-dependent destruction of cyclin B1 and exit from mitosis

	AA156602 (spotted twice)*
	0,49 and 0,49*
	polymerase (DNA directed) iota
	POLI
	Geneates mutations during DNA replication

	AA677552
	2,57
	DNA glycosylase hFPG2
	FLJ10858
	repair 8-oxoguanine and other DNA oxidation products

	AI057325
	3,18
	polymerase (DNA directed), theta
	POLQ
	high-fidelity enzyme DNA polymerase

	AA973748
	2,43
	RAD54 homolog B (S. cerevisiae)
	RAD54B
	DEAD-like helicase

	AA703000
	2,89
	exonuclease 1
	EXO1
	protein with 5' to 3' exonuclease activity as well as an RNase H activity

	AI309292
	2,95
	M-phase phosphoprotein 9
	MPHOSPH9
	M-phase phosphoprotein

	AA774665
	8,51
	cyclin B2
	CCNB2
	binds to tTGFBR2 and may a key role in TGF-beta mediated cell cycle control

	AA465090
	5,1
	shugoshin-like 2 (S. pombe)
	SGOL2
	links sister centromere cohesion and kinetochore microtubule stability in mitosis

	AI017333 and AA938379*
	2,39 and 2,1*
	echinoderm microtubule associated protein like 4
	EML4
	significantly overexpressed in mitotic cells

	Apoptosis 

	AI339248
	2,42
	Bcl-2 inhibitor of transcription
	BIT1
	mediates apoptosis regulated by integrins and Groucho/TLE corepressors

	H65489
	0,45
	gelsolin (amyloidosis, Finnish type)
	GSN
	age-related apoptosis resistance, upregulated in senescent cells

	AI362933
	0,44
	death-associated protein kinase 2
	DAPK2
	Ca2+/CaM) dependent kinase that induce apoptosis

	AA451895
	2,27
	annexin A5 (vascular anticoagulant-alpha, endonexin II, lipocortin V)
	ANXA5
	phospholipase A2 and protein kinase C inhibitory protein with calcium channel activity; apoptosis marker

	AA480894
	2,96
	cisplatin resistance related protein CRR9p
	CRR9
	Plays role in cisplatin-induced apoptosis

	AA972337
	2,41
	PRKC, apoptosis, WT1, regulator
	PAWR
	upregulated during apoptosis of prostate cells

	AI478107
	3,03
	pro-oncosis receptor inducing membrane injury gene
	PORIMIN
	member of the cell membrane-associated mucin family, mediates oncosis-like cell death

	Hormones, hormone signaling and enzymes related to their synthesis

	AI214697
	3,89
	Follistatin
	FST
	inhibits follicle-stimulating hormone release, elevated in systemic inflammatory response

	AA456304
	0,37
	progesterone receptor membrane component 2
	PGRMC2
	Progesterone signaling

	AA975301
	0,35
	calcitonin receptor-like (CRLR; CGRPR)
	CALCRL
	Receptor for calcitonin gene-related peptide and adrenomedullin

	AA181307
	0,41
	aryl hydrocarbon receptor
	AHR
	biological responses to planar aromatic hydrocarbons

	AI206447
	0,4
	prostaglandin D2 synthase, hematopoietic
	PGDS
	conversion of PGH2 to PGD2.

	AA459383
	2,14
	thyroid hormone receptor associated protein 1
	THRAP1
	thyroid hormone signaling

	Transporters and proteins directly regulating them  

	AA634308 and W74070*
	0,19 and 2,74*
	ATP-binding cassette, sub-family A (ABC1), member 8
	ABCA8
	xenobiotic transporter ABC-subfamily

	AI160827
	2,91
	mucolipin 2 (mutated in mucolipodosis IV)
	MCOLN2
	cation channel proteins

	H81046
	2,18
	arsA arsenite transporter, ATP-binding, homolog 1 (bacterial)
	ASNA1
	arsenite-stimulated ATPase

	R77809
	0,26
	ATPase, Class I, type 8B, member 4
	ATP8B4
	phospholipid-transporting ATPase IM

	AA704777
	0,35
	mitochondrial solute carrier protein
	MSCP
	Homologue of uncoupling proteins, solute carrier protein

	AA991578
	0,29
	vitelliform macular dystrophy (Best disease, bestrophin)
	VMD2
	putative ion exchanger

	AA598625
	2,2
	solute carrier family 1 member 4
	SLC1A4
	glutamate/neutral amino acid transporter

	AA954925
	2,4
	solute carrier family 20 member 1 (PIT1, GLVR1),
	SLC20A1
	sodium-dependent phosphate symporter

	AA978042
	2,17
	facilitated glucose transporter GLUT4
	SLC2A4
	insulin-mediated glucose homeostasis

	AA708621
	2,57
	EH-domain containing 2
	EHD2 
	interacts with GLUT4; may participate in insulin-induced GLUT4 recruitment

	AI361349 and AA404709*
	2,49 and 2,09*
	solute carrier family 43, member 3 (EEG1)
	SLC43A3
	Possibly involved in the transport of nutrients or metabolites in rapidly growing and/or developing tissues

	Angiogenesis

	AI218891
	2,4
	methionyl aminopeptidase 2
	METAP2
	Pro-angiogenic molecule with a role in protein myristoylation

	AA995128
	0,24
	c-fos induced growth factor (VEGF-D)
	FIGF
	active in angiogenesis, lymphangiogenesis, and endothelial cell growth

	AI001937 and AA6214787*
	0,32 and 0.41*
	angiopoietin-like 1 (ANG3)
	ANGPTL1
	Secretable member of the angiopoietin family

	AI005125 and AA904948*


	0,31 and 0,5*
	platelet derived growth factor D
	PDGFD
	Angiogenesis and kidney development

	AI014487
	0,33
	cysteine-rich, angiogenic inducer, 61
	CYR61
	promotes the adhesion of endothelial cells; pro-angiogenic

	Protein synthesis

	AI218585
	2,28
	mitochondrial ribosomal protein L4
	MRPL4
	mitochondrial ribosomal protein

	AI681381
	2,58
	ribosomal protein S21
	RPS21
	ribosomal protein

	AI174400
	2,66
	eukaryotic translation initiation factor 2B, subunit 1 alpha, 26kDa
	EIF2B1
	Initiation of translation

	AI341712
	2,05
	threonyl-tRNA synthetase
	FLJ12528
	threonyl-tRNA synthetase

	AI383794
	2,28
	protein arginine N-methyltransferase 3 (PRMT3)
	HRMT1L3
	ribosomal protein methyltransferase that affects the cellular levels of ribosomal subunits

	AI301753 and AA285043*
	2,66 and 2,09*
	eukaryotic translation initiation factor 2, subunit 3 gamma, 52kDa
	EIF2S3
	Initiation of translation

	Genes with other functions or not well understood/unknown function

	AA776942
	2,33
	coatomer protein complex, subunit epsilon
	COPE 
	Intracellular membrane transport

	AA122394
	2,03
	timeless-interacting protein (tipin)
	FLJ20516 
	Interacts with timeless protein

	T63245
	0,47
	tumor necrosis-alpha-induced adipose-related protein (TNFAIP9; TIARP)
	TNFAIP9
	participates in adipocyte development and metabolism and mediates some TNF alpha effects on the fat cell as a channel or a transporter.

	AA903860
	2,14
	homer homolog 1
	HOMER1
	postsynaptic scaffold protein associated with glutamate receptors and ryanodine receptors type 1

	R38703
	0,41
	H-rev107-like protein
	HRLP5
	Unknown

	AA425545
	0,41
	RP42 homolog
	RP42
	developmentally regulated, particularly in proliferating neuroblasts from which neocortical neurons originate

	AA205969
	2,55
	NIF3 NGG1 interacting factor 3-like 1
	NIF3L1
	Localized in the cytoplasm

	T56880
	2,36
	alpha-fetoprotein
	AFP
	Binds copper, nickel, fatty acids and bilirubin

	AA682274
	2,7
	ankyrin repeat domain 10
	ANKRD10
	Unknown

	AA991162
	2,48
	ankyrin repeat domain 26
	ANKRD26
	Unknown

	AI160849
	3,22
	ankyrin repeat domain 27 (VPS9 domain)
	ANKRD27
	Unknown

	AI002036
	2,32
	acidic (leucine-rich) nuclear phosphoprotein 32 family, member E
	ANP32E
	Leucine-rich acidic nuclear protein

	AI076068
	2,56
	ankyrin repeat and SOCS box-containing 3
	ASB3
	Unknown

	AI299709
	2,53
	BRI3 binding protein
	BRI3BP
	cervical cancer 1 proto-oncogene-binding protein

	AA488851
	2,13
	ubiquitin ligase mind bomb
	MIB1
	Protein degradation

	AA995464
	2,52
	nipsnap homolog 1
	NIPSNAP1
	host cell target for Salmonella virulence protein SpiC

	AA976525
	2,39
	nucleoporin 188kDa
	NUP188
	Nuclear pore assembly

	AA977048
	0,45
	testes development-related NYD-SP20
	NYD-SP20
	Unknown

	AI299607
	2,49
	ocular development-associated gene
	ODAG
	ocular development

	N72888
	2,12
	p66 alpha
	p66alpha
	Unknown

	AA054643
	2,44
	par-6 partitioning defective 6 homolog beta
	PARD6B
	inhibits tight junction formation; critical for cell polarization

	W56356
	2,86
	paternally expressed 10
	PEG10
	may play an important role during liver regeneration

	AA682454
	0,38
	period homolog 3
	PER3
	Could be involved in circadian rhythms of locomotor activity, metabolism, and behavior

	AI149537
	2,31
	PQ loop repeat containing 2
	PQLC2
	Unknown

	AI214672
	3,16
	RNA (guanine-9-) methyltransferase domain containing 3
	RG9MTD3
	Unknown

	AI309109
	2,47
	RAB27A, member RAS oncogene family (Griscelli syndrome)
	RAB27A
	regulator of vesicular transport, particularly melanosomal movement

	R39044
	2,6
	RAB27B, member RAS oncogene family
	RAB27B
	regulator of vesicular transport, particularly amylase release and melanosomal movement

	AA487213
	2,46
	RCD1 required for cell differentiation1 homolog (S. pombe)
	RQCD1
	transcriptional cofactor that mediates retinoic acid-induced cell differentiation

	AI343937
	2,61
	SET and MYND domain containing 2
	SMYD2
	Unknown

	AA465090
	5,1
	shugoshin-like 2 (S. pombe),
	SGOL2
	links sister centromere cohesion and kinetochore microtubule stability in mitosis

	AI224908
	2,12
	SNF2 histone linker PHD RING helicase
	SHPRH
	contains motifs characteristics of several DNA repair proteins, transcription factors, and helicases

	AI681814
	2,71
	sorting nexin 15
	SNX15
	endosomal trafficking; Overexpression of SNX15 results in a decrease in the processing of insulin and HGF receptors

	AA465704
	0,28
	spermatid perinuclear RNA binding protein
	STRBP
	microtubule-associated RNA-binding protein

	AI144010
	2,19
	telomeric repeat binding factor (NIMA-interacting) 1
	TERF1
	component of the telomere nucleoprotein complex (telomerase inhibitor)

	AA634063
	0,45
	transmembrane protein 22
	TMEM22
	Unknown

	AI279064
	2,95
	transmembrane protein 25
	TMEM25
	Unknown

	AI302328
	2,35
	ubiquitin A-52 residue ribosomal protein fusion product 1
	UBA52
	Unknown

	AA489050
	2,82
	SUMO1/sentrin specific protease 1
	SENP1
	Protein degradation; enhances AR-dependent transcription

	AI479347
	2,22
	melanoma antigen, family B, 2
	MAGEB2
	melanoma-associated antigen

	AA857809
	3,11
	melanoma antigen, family A, 4
	MAGEA4
	melanoma-associated antigen

	AA995045
	4,84
	melanoma antigen, family A, 6
	MAGEA6
	melanoma-associated antigen

	AI281991
	2,06
	metallothionein-like 5, testis-specific (tesmin)
	MTL5
	involved in multiple stages of spermatogenesis and spermiogenesis

	Open Reading Frames with no function associated

	AI128840
	2,6
	chromosome 10 open reading frame 77
	C10orf77
	Unknown

	AA489086
	2,3
	chromosome 11 open reading frame 30
	C11orf30
	Unknown

	AA971738
	2,5
	chromosome 19 open reading frame 28
	C19orf28
	Unknown

	AI348549
	2,14
	chromosome 20 open reading frame 147
	C20orf147
	Unknown

	R39162
	0,46
	chromosome 20 open reading frame 160
	C20orf160
	Unknown

	AA707785
	2,14
	chromosome 20 open reading frame 64
	C20orf64
	Unknown

	AA282983
	2,61
	chromosome 6 open reading frame 129
	C6orf129
	Unknown

	H18949
	2,14
	chromosome 6 open reading frame 33
	C6orf33
	Unknown

	AA456845
	2,39
	chromosome 6 open reading frame 56
	C6orf56
	Unknown

	W46783
	2,24
	chromosome 7 open reading frame 2
	C7orf2
	Unknown

	T96030
	0,33
	chromosome 9 open reading frame 154
	C9orf154
	Unknown

	AA633805
	2,98
	chromosome 15 open reading frame 22
	C15orf22
	Unknown


